	
	BHGc16
	BHGc10
	S457
	S1392

	ASCL1
	562
	920
	313.6
	1

	YAP1
	0.89
	0.1
	0.09
	1.5

	NEURO D1
	2.9
	0.74
	1.8
	4.1

	POUF3
	0.16
	0
	0.01
	540

	CHGA
	322
	274
	493.3
	22.4

	SYP
	99.4
	95.3
	126
	69.6

	ENO1
	778
	605
	1009.5
	113

	RB1
	7.2
	19
	5.6
	43.4


Supplementary Table S1. RNA-sequencing data (Illumina. both directions). with gene expression values normalized to transcripts per million (TPM). of CTC-derived BHGc16 and BHGc10. as well as pleural effusion-derived S457 and S1392.
