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[bookmark: OLE_LINK38][bookmark: OLE_LINK152]Supplementary Figure S1. Integrated network pharmacology and molecular docking workflow for investigating ISO’s antitumor mechanism in HCC.

[bookmark: OLE_LINK151][bookmark: OLE_LINK153]Supplementary Figure S2. Quantitative analysis of Western blotting results for MAPK/STAT3 pathway-related proteins. N=3. Data was expressed as mean±SD. *p < 0.05, **p < 0.01, ***p < 0.001
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