Supplementary Figure Legends

Supplementary Figure S1. To identify circRNAs regulated by YTHDF2, we performed circRNA-seq on HNE1 cells following YTHDF2 knockdown and control cells. CircRNAs with a fold change > 1.5 and a p-value < 0.05 were considered significantly differentially expressed. The position of circ_0005882 in the volcano plot is marked and displayed.
