Supplementary Table S1. siRNA, miRNA mimic, miRNA inhibitor and FISH probe sequences.
	Name
	Sequence

	si-NC (sense)
	UUCUCCGAACGUGUCACGU

	si-NC (antisense)
	ACGUGACACGUUCGGAGAA

	si-METTL3 (sense)
	CCAGUCAUAAACCAGAUGAAATT

	si-METTL3 (antisense)
	UUUCAUCUGGUUUAUGACUGGTT

	si-YTHDF2 (sense)
	GCACAGAAGUUGCAAGCAATT

	si-YTHDF2 (antisense)
	UUGCUUGCAACUUCUGUGCTT

	si-circ_0005882
	GATTAAGGCCCACAGCAGC

	mimics NC (sense)
	UUGUACUACACAAAAGUACUG

	mimics NC (antisense)
	GUACUUUUGUGUAGUACAAUU

	miR-654-3p mimics (sense)
	UAUGUCUGCUGACCAUCACCUU

	miR-654-3p mimics (antisense)
	GGUGAUGGUCAGCAGACAUAUU

	miR-654-3p inhibitor
	AAGGUGAUGGUCAGCAGACAUA

	inhibitor NC
	CAGUACUUUUGUGUAGUACAA

	circ_0005882 FISH probe
	AAAGTTCTGCTGCTGTGGGCCTTAATCTCAAAACGAGGTT





Supplementary Table S2. Primer used for qPCR.
	Gene
	Primer Forward
	Primer Reverse

	GAPDH
	GGAGCGAGATCCCTCCAAAAT
	GGCTGTTGTCATACTTCTCATGG

	U6
	CTCGCTTCGGCAGCACA
	AACGCTTCACGAATTTGCGT

	STK39
	AAACGGTCAGATTCACAGGGA
	TAGGAACGCACTTACCCCAAA

	circ_0005882
	TCGTTTTGAGATTAAGGCCCAC
	ATCTCGTCGTCACTCCACTC

	YTHDF2
	AGTAGGGCAACAGACACAGC
	TGGACCGAAGCTTCTCCAAC

	METTL3
	TTGTCTCCAACCTTCCGTAGT
	CCAGATCAGAGAGGTGGTGTAG

	miR-654-3p
	CGTATGTCTGCTGACCATCACCTT
	universal reverse primer

	qPCR SELECT 
	ATGCAGCGACTCAGCCTCTG
	TAGCCAGTACCGTAGTGCGTG





Supplementary Table S3. Primers used for SELECT.
	SELECT
	Primer Up
	Primer Down

	circ_0005882-16
	TAGCCAGTACCGTAGTGCGTGGGAAGAATTTGCATTTTAAAAG
	TCTGCTGCTGTGGGCCAGAGGCTGAGTCGCTGCAT

	circ_0005882-51
	TAGCCAGTACCGTAGTGCGTGCTTCTCAATCAGGTACTCTCTG
	TCTTGGCTTTCTGGAAGAATTTCAGAGGCTGAGTCGCTGCAT

	circ_0005882-86
	TAGCCAGTACCGTAGTGCGTGGCTCTTTGGGCTATGTCTGGTG
	TCTTGTAAGCAGCTTCTCAATCCAGAGGCTGAGTCGCTGCAT

	circ_0005882-93
	TAGCCAGTACCGTAGTGCGTGCTTTTTGGCTCTTTGGGCTATG
	CTGGTGTTCTTGTAAGCAGCTTCAGAGGCTGAGTCGCTGCAT

	circ_0005882-168
	TAGCCAGTACCGTAGTGCGTGCTCGTCGTCACTCCACTCCCAG
	CCCCGTCTTCGGTTTTATGAAGCAGAGGCTGAGTCGCTGCAT

	circ_0005882-354
	TAGCCAGTACCGTAGTGCGTGACAATAAGAAGCTTCTCTGTAG
	CTTCATTAGCATTGGGTGGGCCCAGAGGCTGAGTCGCTGCAT

	circ_0005882-non-m6A site
	TAGCCAGTACCGTAGTGCGTGTTCTGGAAGAATTTGCATT
	TAAAAGTTCTGCTGCTGTGCAGAGGCTGAGTCGCTGCAT





Supplementary Table S4. The 20 most upregulated and 20 most downregulated circRNAs after YTHDF2 knockdown in HNE1 cells.
	Rank
	Change
	circAtlas ID
	circbase ID
	gene symbol
	log2(Fold_change)
	p-value

	1
	Up
	hsa-STK39_0061
	hsa_circ_0005882
	STK39
	8.662317
	0.000365

	2
	Up
	hsa-AC090094_0007
	hsa_circ_0084606
	ASPH
	7.275853
	0.002332

	3
	Up
	hsa-AGK_0011
	hsa_circ_0002980
	AGK
	7.199198
	0.002470

	4
	Up
	hsa-TBCD_0041
	hsa_circ_0046534
	TBCD
	7.035667
	0.003023

	5
	Up
	hsa-ACAP2_0002
	hsa_circ_0007331
	ACAP2
	6.990588
	0.000003

	6
	Up
	hsa-RFWD2_0004
	hsa_circ_0004436
	RFWD2
	6.946417
	0.003359

	7
	Up
	hsa-PIAS1_0002
	hsa_circ_0036044
	PIAS1
	6.370336
	0.000736

	8
	Up
	hsa-GNAS_0001
	hsa_circ_0060994
	GNAS
	6.283677
	0.000513

	9
	Up
	hsa-ACBD6_0002
	hsa_circ_0015508
	ACBD6
	6.208191
	0.000966

	10
	Up
	hsa-ZFAND1_0003
	-
	ZFAND1
	6.201703
	0.001186

	11
	Up
	hsa-NAP1L4_0006
	hsa_circ_0020816
	NAP1L4
	6.162951
	0.022868

	12
	Up
	hsa-GPATCH1_0011
	hsa_circ_0008287
	GPATCH1
	6.128585
	0.001611

	13
	Up
	hsa-PTK2_0003
	hsa_circ_0009071
	PTK2
	6.110228
	0.003615

	14
	Up
	hsa-PLXNA2_0004
	-
	PLXNA2
	6.037071
	0.002612

	15
	Up
	hsa-LAMA5_0003
	hsa_circ_0061099
	LAMA5
	6.029311
	0.003773

	16
	Up
	hsa-EIF4G3_0081
	hsa_circ_0007227
	EIF4G3
	5.951048
	0.004275

	17
	Up
	hsa-PITPNA_0015
	hsa_circ_0041252
	PITPNA
	5.943112
	0.004704

	18
	Up
	hsa-PCMT1_0004
	hsa_circ_0006936
	PCMT1
	5.912827
	0.040056

	19
	Up
	hsa-SLC10A7_0004
	-
	SLC10A7
	5.851213
	0.006350

	20
	Up
	hsa-VPS13C_0001
	hsa_circ_0005761
	VPS13C
	5.815065
	0.049396

	1
	Down
	hsa-UBE3A_0005
	hsa_circ_0000586
	UBE3A
	-10.06140
	0.000118

	2
	Down
	hsa-UBAP2_0001
	hsa_circ_0001850
	UBAP2
	-8.426776
	0.000000

	3
	Down
	hsa-HGS_0001
	hsa_circ_0004721
	HGS
	-7.627585
	0.001332

	4
	Down
	hsa-FANCL_0007
	hsa_circ_0004435
	FANCL
	-7.131894
	0.002667

	5
	Down
	hsa-EPT1_0001
	hsa_circ_0007914
	SELENOI
	-6.945144
	0.003397

	6
	Down
	hsa-GPATCH2L_0001
	hsa_circ_0005267
	GPATCH2L
	-6.938969
	0.000005

	7
	Down
	hsa-EPSTI1_0003
	hsa_circ_0000479
	EPSTI1
	-6.899876
	0.003615

	8
	Down
	hsa-LRBA_0014
	hsa_circ_0071185
	LRBA
	-6.804746
	0.004420

	9
	Down
	hsa-TRUB1_0002
	hsa_circ_0020091
	TRUB1
	-6.746900
	0.004975

	10
	Down
	hsa-ECT2_0004
	hsa_circ_0006829
	ECT2
	-6.600623
	0.000163

	11
	Down
	hsa-PIGN_0005
	hsa_circ_0007528
	PIGN
	-6.534815
	0.000139

	12
	Down
	hsa-GCN1_0004
	hsa_circ_0007129
	GCN1
	-6.507814
	0.008683

	13
	Down
	hsa-WWC1_0004
	hsa_circ_0074869
	WWC1
	-6.236243
	0.001101

	14
	Down
	hsa-SAFB_0003
	hsa_circ_0000881
	SAFB
	-6.182713
	0.001430

	15
	Down
	hsa-PTPRA_0018
	hsa_circ_0005265
	PTPRA
	-6.114881
	0.003989

	16
	Down
	hsa-MBD2_0001
	hsa_circ_0004537
	MBD2
	-6.109486
	0.002985

	17
	Down
	hsa-STAU1_0001
	hsa_circ_0060772
	STAU1
	-6.104387
	0.002345

	18
	Down
	hsa-DHX16_0001
	-
	DHX16
	-6.090404
	0.001750

	19
	Down
	hsa-SMURF2_0001
	hsa_circ_0002862
	SMURF2
	-6.053742
	0.030062

	20
	Down
	-
	hsa_circ_0001198
	U2AF1
	-6.053741
	0.030048



