Supplementary Figure Legends

Supplementary Figure S1. Validation of hnRNPD expression in clinical WT specimens. A) RT-qPCR analysis of hnRNPD mRNA expression in 12 paired WT tissues and adjacent normal kidney tissues. B) Western blot analysis and quantitative densitometry of hnRNPD protein expression in 12 paired clinical specimens. *p < 0.05, **p < 0.01, ***p < 0.001 vs. Normal tissues

Supplementary Figure S2. Inhibition of p38 MAPK activation reverses hnRNPD-mediated cell cycle progression in WT cells. Cell cycle distribution of 17.94 and HFWT cells transfected with the hnRNPD overexpression plasmid in the presence or absence of SB203580 was analyzed by flow cytometry. Quantitative analyses of the percentages of cells in G0/G1, S, and G2/M phases were performed. *p< 0.05, **p < 0.01, ***p < 0.001 vs. Vector group. #p < 0.05, ##p < 0.01, ###p < 0.001 vs. Oe-hnRNPD group.

Supplementary Figure S3. hnRNPD overexpression promotes the proliferation of WT cells in a time-dependent manner. Cell viability of 17.94 and HFWT cells transfected with the hnRNPD overexpression plasmid or empty vector was evaluated by CCK-8 assay at 12, 24, 48, and 72 h after transfection.

Supplementary Figure S4. hnRNPD overexpression activates the p38 MAPK/ATF-2 signaling pathway in WT cells, which is abolished by SB203580 treatment. Western blot analysis was performed to determine the protein expression levels of p-p38 MAPK, p38 MAPK, phospho-ATF-2, and ATF-2 in 17.94 and HFWT cells following hnRNPD overexpression with or without SB203580 treatment. Quantitative analyses of the p-p38/p38 and p-ATF-2/ATF-2 ratios were performed. *p < 0.05, **p < 0.01, ***p < 0.001 vs. Vector group. #p < 0.05, ##p < 0.01, ###p < 0.001 vs. Oe-hnRNPD group
